c PFGE patterns were analyzed using the Dice similarity coefficient and the unweighted-pair group method using the average linkage cluster method (BioNumerics software; Applied Maths, Kortrijk, Belgium). PFGE clusters A and B were assigned based on a Ͻ90% similarity of banding patterns. For each PFGE profile, banding patterns with Ͼ90% similarity were assigned a numeric subprofile designation. d MICs were determined by the Etest and/or agar dilution method (15, 16) . Amp, ampicillin; Caz, ceftazidime; Cro, ceftriaxone; Ctx, cefotaxime; Cft, ceftiofur; Cpm, cefepime; Nal, nalidixic acid; Cip, ciprofloxacin; Eno, enrofloxacin; Tet, tetracycline; Str, streptomycin; Sut, sulfamethoxazole-trimethoprim. ESBL-positive Salmonella isolates were found to be sensitive to kanamycin, gentamicin, amikacin, chloramphenicol, amoxicillin-clavulanic acid, cefoxitin, imipenem, and meropenem, as determined by Kirby-Bauer susceptibility testing (15) . e Transformants were obtained with 38.5% of the ESBL-producing strains. The cefotaxime MICs for all transformed E. coli TOP10 strains exhibited a 5-fold increase. f Flagellar antigens were absent or could not be typed.
Santa Catarina and Paraná in southern Brazil (Table 1) . The bla CTX-M-2 genotype was associated with the presence of an IncP plasmid of approximately 40 kb, which was successfully transformed into the recipient TOP10 E. coli strain (7). CTX-M ␤-lactamases have been widely distributed in South America at least since 1989 and possibly before appearing in Europe (8) . Enteropathogens such as Vibrio cholerae and Salmonella spp. were among the first microorganisms found to carry the bla CTX-M-2 gene (9, 10). In Brazil, there has been a paucity of studies on the molecular identification of ESBL-encoding genes in Salmonella spp. Previous studies have shown the production of CTX-M-8 and CTX-M-9 by S. enterica (11) , whereas the production of CTX-M-2 has been documented, so far, in Salmonella enterica serovar Typhimurium isolated from pediatric patients and poultry (12) . Our results confirm the spread of the bla CTX-M-2 gene in S. enterica isolates in poultry farms and demonstrate that emerging clinically relevant Salmonella serotypes (13, 14) have also acquired this plasmid gene. In fact, to the best of our knowledge, this is the first report of CTX-M-2-producing S. Schwarzengrund and Agona serotypes of animal origin.
Since food-producing animals and their immediate environment can become an important reservoir and potential vehicle for ESBL-producing Salmonella enterica, further studies are needed to clarify the reason why clinically relevant Salmonella serotypes producing ESBLs are emerging in poultry farms in Brazil.
